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Downloading short read data



Where is the data?











The sra toolkit

$ module load sratoolkit/latest 
$ fasterq-dump SRR11102139 







There are 966 run files for this paper…



How might we automate the downloading of all 
of these files?



Clone the starter project repo

Click on this link: https://classroom.github.com/a/GrDP9OaP

coletrapnell-teaching/packer-workflow-starter—<your_gihub_id>.git 

Now check out the README.md



THE END
For now


